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Discovery of novel enzymes (with each new E.C. number)
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(1) Screening of microorganisms with a novel enzyme *Kpn (5.7-kb)
(2) Analysis of the microbial metabolism and the enzyme function * Bam HI
(3) Biotransformation by the enzyme or cells * Xball
(4) Analysis of the regulation mechanism of the enzyme expression * Pstl

(5) Development of an expression system using the enzyme gene promoter ’ fﬁnec?l?fﬂ
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Two pathways for nitrile metabolism in microorganisms
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Unique nitrile hydratase expression mechanism
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Discovery of “self-subunit swapping”

novel post-translational modification mechanism
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